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DNA demethylation is necessary for the epigenetic reprogramming.The ten
eleven translocation protein (TET) might function as a 5-methylcytosine (5mC§ oxidase and
potentially as a DNA demethylase.TET belongs to a family of three proteins, namely TET1, TET2, and
TET3, which catalyze the successive oxidation of 5mC

to 5-hydroxymethylcytosine (5hmC), 5-formylcytosine (5fC), and 5-carboxylcytosine (5caC). The 5-hmC
profiles in primary tumors may be used to identify patients with positive lymph node metastasis and
high tumor stage that are at a higher risk of recurrence. The methylation status of TET3 was
independently associated with aggressive tumor behavior and a global effect on DNA methylation
status in head and neck cancer.

We conclude that the demethylation of promoter DNA may be a necessary step in the epigenetic
reprogramming of head and neck cancer.
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