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Porphyromonas gingivalis is known as a keystone pathogen of chronic
periodontitis. This bacterium secretes many virulence proteins via the type 9 secretion mechanism
(T9SS). Some of the T9SS cargo proteins are covalently bound to A-LPS and are anchored on the cell
surface. This bacterium has two kinds of LPSs, A-LPS and O-LPS, however, their biosynthesis
Eecﬂaﬂggm is unknown. In this study, we analyzed the biosynthesis mechanism of O polysaccharide of

ot S.

About 14 glycosyltransferases that have not been characterized from genomic information, we tried
to create their gene mutants. From the mutant study analysis, some genes involved in
O-polysaccharide biosynthesis in A-LPS and O-LPS were identified, and the order of their
biosynthesis was clarified.
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