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Genomic diagnosis of ameloblastoma by high-resolution array comparative genomic
hybridization and development of molecular target drug
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In this study, we performed comprehensive analysis using high-density array
CGH and cDNA microarray technique with the tumor and their counterpart normal oral tissues from
patients with ameloblastoma. As a result, aCGH analysis showed the minimal tumor-specific copy
number gains and losses in all the patients. Next, analysis of gene expression in the established
ameloblastoma cell line revealed high expression of certain Toll-like receptors (TLR). Knockdown of
TLR gene expression decreased expression of inflammation-related genes and cancer-related genes, and

further increased the activity of Caspase-3. On the other hand, stimulation with TLR ligands did
not have an effect of promoting proliferation.
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