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The EGFP cDNA-expressing piggyBac transposon vector was directly injected
into the tissue around the root forming apex of juvenile mice using our newly-developed technique.
In vivo electroporation was then immediately performed at the injected sites. We observed sustained
EGFP expression six weeks after gene delivery. The introduced transgene was detectable via PCR using

genomic DNA isolated from the injected tissues. This piggyBac-based gene delivery system was also
found to be useful for application in primary cultured human deciduous teeth-derived dental pulp

cells and allowed long-term expression of transgenes and efficient acquisition of stable
transfectants. Application of a genome editing system (CRISPR/Cas9) designed to destroy endogenous
target genes was also successful in mice and cultured cells. These results could facilitate the

application of genetic engineering in the dental field.
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