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Analysis of the genetic factor for mesiodens formation
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A mesiodens is the most common supernumerary tooth present in the maxillary
incisor area. This study aimed to identify genes associated with susceptibility to mesiodens
formation. Single nucleotide polymorphisms (SNPs) genotyping array analysis revealed that suggestive

differences between mesiodens group and controls In allele frequencies of SNPs on chromosome 19, X
and 2.
Allele frequencies of 5 SNPs in genes associated with supernumerary incisor formation in rodents
were compared between the two groups. In addition, SNPs in 16 genes associated with the initiation
of odontogenesis were tested. No positive polymorphisms were found in the tested SNPs between the
two groups. These results suggest that these SNPs might not be candidates of genetic marker for
mesiodens formation.
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