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Identification of unnamed bacteria species in saliva to elucidate the
relationship between oral microbiome and oral health conditions

Shibata, Yukie
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The bacterial components of the salivarﬁ microbiota of orally healthy
subjects were determined by barcoded pyrosequencing analysis of the 16S rRNA gene and 24 species
from 13 genera were defined as predominant bacteria. Of them, 9 species including 6 Streptococcus
species (Streptococcus sp.) were unnamed. The mean relative abundance of 6 Streptococcus sp. was
about 17% in total. To elucidate the characteristic of unnamed Streptococcus sp., we tried to
isolate them from human saliva. Several isolates showed the similarity of more than 99.5% to S.
mitis and two species among unnamed Streptococcus sp. They had similar biochemical properties to S.
mitis except a few enzyme activities. The results suggested that these 2 unnamed Streptococcus sp
might be closely related to S. mitis.
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