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Expression of prenyltransferase gene in rubber degrading actinomycete
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Natural rubber from H. brasiliensis is used industrially for tires, seismic
isolation rubbers, and medical gloves. The waste of these products have been treated by combustion
or landfill processes, which are hazardous to the environment. It is required to find alternative
treatment process for rubber waste. In the present study, the characterization of the rubber
degradation mechanism of natural rubber degrading actinomycete and the expression of
prenyltransferase which has the activity to polymerize isoprene unit, in the rubber degrader were
carried out, in order to establish alternative recycle system for rubber waste. When the
prenyltransferase gene from Gordonia which was cloned to pNC9503 was introduced into the cells of
the rubber de?rader, the expression of the gene was found. Further improvement of the gene
expression will be needed to develop the recycle system for rubber waste using the rubber degrading
actinomycete.
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