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The search for genes that essential for cancer cell survival.
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A new screening method was developed to search for genes that essential for
the survival of cancer cells. First, a population in which cancer cells were subjected to
comprehensive gene disruption was prepared, and the population was treated with an anticancer drug.
At this time, cell death is induced in cancer cells in which a gene involved in anticancer drug
resistance is destroyed. Next, dead cells were recovered, and their DNAs were analyzed to select
candidate genes involved in resistance to anticancer drugs. When the expression of four selected
genes was suppressed and the sensitivity to the anticancer drug was examined, three of them were
vulnerable to the anticancer drug. From the above, the usefulness of the screening method
established in this study was suggested.
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