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Detection of monoallelically expressed genes under epigenetic control and quest
for intraindividual genetic diversities
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Monoallelically expressed genes (MEGs), both random and imprinted MEGs,
could influence genetic constitution of individuals. However, nature of these MEGs and their
regulations are not fully understood. In this study, we analyzed expression dynamics of MEGs during
differentiation of embryonic stem cells by single cell RNA-Seq. We could analyze and delineate
expression dynamics of X-linked random MEGs during progression of X chromosome inactivation process
for the first time. We unexpectedly revealed that there are significant number of MEGS expressed in
genetic-origin-dependent manner.
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