2016 2018

RNA

Creation of RNA aptamers aiming at the creation of new antifungal drug

FUJIWARA, Toshinobu
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Using the fungal capping enzymes Cegl, Cetl and Cetl mutants that can not
bind to Cegl, we show that nuclear translocation signals are present only in Cetl, and that Cegl can
not translocate to the nucleus without binding to Cetl. Furthermore, we demonstrate that Cetl and

Cegl bind in the cytoplasm, and that the Cetl-Cegl complex translocates to the nucleus. Moreover,
genetic studies using yeast show that Cetl and Cegl binding is essential for fungal growth. These
data indicate that inhibition of Cetl-Cegl binding may be the mechanism of action of novel
antifungal agents. Then, we obtained the aptamers that selectively inhibit the capping reaction of
budding yeast that has been used as a model so far.
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of elementary processes in which RNA-binding protein HuD stimulates the cap—
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eukaryotic translation initiation factor elF4H.
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Expression, 2017 4
Hiroshi Otsuka, Akira Fukao, Yoshinori Funakami, Kent Duncan, Toshinobu Fujiwara :
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Analyses of cell type specific translation from IRES mRNA derived from two
different poliovirus strains
The 22™ Annual Meeting of the RNA Society (F= =) 2017 4E
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Fujiwara: Analyses of the molecular function of PABP interacting protein 1 (PAIP1)
in translational regulation.
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Takumi Tomohiro, Akira Fukao , Toshinobu Fujiwara: Mysterious eukaryotic
translation initiation factor eIF4H

12th International Congress on Protein Phosphatase (ICPP12). 2016 4&
Hiroshi Ohtsuka, Akira Fukao , Toshinobu Fujiwara: Elucidation of elementary
processes in which RNA-binding protein HuD stimulates the cap— poly(A) dependent
translation
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