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The circRNAs are abundant and stable noncoding RNAs with closed circular
structure. The function of ciRS-7 (CDRlas) as ‘' sponges’ , or decoys, of the miR-7 micro RNA shed
light on the biological roles of circRNAs.

We elucidated the biosynthesis pathway of this functional ciRS-7. Anti-sense oligoribonucleotide
experiments targeting the relevant splice sites suggested the generation of ciRS-7 by back-splicing.
We identified conserved inverted elements of MIR (mammalian-wide interspersed repeat) in the
flanking region of the ciRS-7, which promoted the back-splicing event. Splicing reporter assays in
stably transfected HEK293 cells with mini-genes, with and without MIR element, demonstrated the
essential role of inverted MIR sequences in the CiRS-7 generation.

Previously the inverted repeats of Alu, primate-specific SINE was reported to involve in the
back-splicing. The MIR-dependent circRNAs have emerged as a new category of circRNAs that are widely
conserved in mammalian.
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