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Nutrient response mediated by a TRIM-NHL protein
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In animals, the nervous system is derived from neural stem and progenitor
cells. These cells dynamically shuttle between the activated and quiescent states. During the former
state, neural stem and progenitor cells actively divide and differentiate to produce neurons. On
the other hand, these cells stay dormant during the latter. Better understanding the mechanism that
regulates the balance between these two states is believed to contribute to development of
regenerative medicine and elucidation of aging process. Using the nematode worm, C. elegans as an
experiment system, this study found that nhl-2 and nos-1 act in the sensory and interneurons to
remotely maintain the quiescent state of neural progenitor cells. These findings raise the
possibility that sensing odors and tastes may affect neurogenesis.
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