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Challenge to elucidation of the function of ER-targeting suppressing factor for
membrane protein

Sakaguchi, Masao
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A variety of integral membrane proteins exist in various biological
membranes constituting cells. In eukaryotic cells, by default the integral membrane protein is
targeted to the endoplasmic reticulum. However, there are membrane proteins that have hydrophobic
properties but are not targeted to the endoplasmic reticulum. Here, we sought the molecular
mechanism for suppressing the targeting of membrane proteins to the endoplasmic reticulum membrane.
We elucidated that the protein N-terminal myristoylation enzyme is the factor that suppresses
endoplasmic reticulum targeting of the peroxisomal membrane protein ABCD3 isoform.
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Interaction mapping of the Sec61 translocon identifies two Sec61a regions interacting

with hydrophobic segments in translocating chains.
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A clathrin accessory protein NECAP1 relocates internalized ABCC2 to the apical
plasma membrane in HepG2 cells.
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