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We elucidated that CPE catabolism is ubiquitous chlorophgll degradation
process in eukaryotes from extensive experiments and pigment analyses on two-membered cultures
protistan predators and algal prey as well as unialgal cultures of microalgae; thus, the results
showed that CPE catabolism is also common among many of algal lineages with the secondary plastids.
We then carried out a comparative transcriptome analysis on a protistan predator that feeds on both
cyanobacteria (performing CPE catabolism) and non-phototrophic bacteria and inferred changes in a
gene expression profile responding upon predation of chlorophyll-containing cyanobacteria.
Furthermore, we suggested by a reverse genetic approach, the RNAI knockdown experiments on Euglena
gracilis, that a part of genes responsible for degradation of chlorophylls known among green plants
are preserved and functioned in the secondary chloroplasts of euglenophytes algae.
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