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o _ Genome-wide anal¥sis of MYB3R transcription factors, which regulate cell
division, revealed existence 4 MYB3Rs (SIMYB3R1-4) in tomato. Pyrogenetic tree and gene expression

analysis of SIMYB3R1-4 in various tomato organs suggested that SIMYB3R1 and SIMYB3R2 activate cell
division in fruit, SIMYB3R3 suppresses cell division in fruit, and SIMYB3R4 promotes
endoreduplication in mature fruit. To change tomato fruit size, genome editing of SIMYB3R3 was
performed. The knockout tomato plants of SIMYB3R3 were produced by CRISPR/Cas9 technology. The
knockout tomato plants set elongated fruits and occasionally peanut-like fruits.
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