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Development of Escherichia coli capable of producing antibody with humanized
glycan structure

Fujiyama, Kazuhito
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Mutant PglB genes were designed based on 10 Campylobacter PglBs, substrate
specificity, and 3D structure, and inserted into the expression vector. The transfer activity was
examined resulting in decreased activity. Signal sequence from PelB for localization at E. coli
periplasmic fraction was linked both H- and L-chains, and expressed in E. col. The expression of
H-chain was, even the level was low in soluble fraction, confirmed, but L-chain was not. DsPgl from
Desulfovibrio gigaswas picked up instead of PglB. In addition, truncated forms of H- and L-chains
were considered to be used to facilitate the project.
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