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Comprehensive study on individual genetic variability in dietary effects using
genome-wide association studies

Kato, Hisanori
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For the prevention of diseases through personalized nutrition, it is
necessary to elucidate the genetic background of individual variability in the effects of foods.
Nevertheless, large-scale studies conducted in the Japanese population are limited.

To reveal the association between SNPs and food factors, we performed genome-wide association
studies (GWAS) on dietary habits using the large-scale SNP database of the Japanese population and
an internet-based questionnaire survey. We identified SNPs significantly associated with four
selected dietary habits, demonstrating the effectiveness of the internet-based genomic cohort
studies. We provide the first evidence that fish intake frequency had a significant interaction with

genotypes. Also, we found that in Japanese population the SNP different from European population
affects dietary habits.
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