2016 2018

(EMT)

Acquisition of sero-diagnostic markers for epithelial-mesenchymal transition in
lung adenocarcinoma
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Epithelial-mesenchymal transition(EMT)is a key process that drives cancer
metastasis and drug resistance, and has been reported for the association with poor prognosis in
patients with lung adenocarcinoma. Novel sensitive and specific blood-based biomarkers are needed to

detect EMT phenotype at an early stage and to individualize treatment strategies. We performed
secretome analysis to identify the secreted proteins from EMT induced lung adenocarcinoma cells.
Thirty-four secretory proteins including extracellular matrix proteins and cytokines were found to
be upregulated in EMT cells. The serum LUM and MIF expression levels were significantly higher in
lung adenocarcinoma patients than in healthy controls.

Identification of aberrantly secreted proteins from EMT induced cells might facilitate the
development of sero-diagnostic markers for early detection and monitoring therapeutic effectiveness
for lung adenocarcinoma.
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BI1 AB49-EMTHBR COMNELROHIEY/N\IE
Accession No. Protein name (Gene symbol) 549 |EMT-2D | EMT-4D |ENT/A549
PSMs| PSMs | PSMs
Q16610 Ilular matrix protein 1(ECM1) 0 0 8
P20809 interleukin 11(IL11) 0 3 8
ADAOBTWYVB |fibrillin 2(FBN2) 0 1 8
P16870 ‘cnaxypem.idase E (CPE) 0 3 1
086Y38 xylosyltransferase 1(XYLT1) 0 0 [
P08476 inhibin, beta A (INHBA) 0 0 4
PO3956 |matrix idase 1(HMP1) of o 4
Q13751 laminin, beta 3 (LAMB3) 0 2 4
C9JD84 latent ing growth factor beta binding protein 1(LTBP1) 0 1 3
P00533 ‘epidemml growth factor receptor (EGFR) 0 1 3
PS1384  |lumican(LUM) 1 o 0w
075094 slit guidance ligand 3(SLIT3) 1 6| 15 15
P08253 I matrix 2(MMP2) 2 2 19 95
QBUXHE collagen and calcium binding EGF domains 1(CCBE() 1 ] 8 8
Q9Y281 integral membrane protein 2B(ITM2B) 1 1 1 1
Q53FAT tumor protein p53 inducible protein 3(TP3313) | 2 [ 6
P35555 |fbeilln 1(FBN1) i o & 6
012805 EGF-containing fibulin-like llular matrix protein 1 (EFEMP1) 2 6| il 55
G3V511 latent ing growth factor beta binding protein 2(LTBP2) 4 9 15 31
000339 matrilin 2(MATN2) 2 5 1 35
Q9Y6N7  |roundabout guidance receptor 1(ROBO1) 2 1 1 35
Q15048 lysyl-tRNA synth KARS) 5 5 14 28
ADAD24R412 |neuropiiin 2 (NRP?2) 9 16 u 28
QBWUM4 d cell death § interacting protein(PDCDGIP) 5 9 13 26
QBNCWS NAD(P)HX epimerase(NAXE, APOAIBP) 1 0 3 3
075629 |cellular repressor of 1A stimulated genes 1(CREG1) i i 3 3
ASKFI2 1, DAN Family BMP antagonist(NBL1) 1 3 3 3
Q32P28 ipralyl 3-hydr 1(P3H1, LEPREI) 1 1 3 3
P30508 major histocompatibiity complex, class I, C(HLA-C) 2 1 ] 3
P06396 gelsolin(GSN) 2 3 ] 3
Pid174 | shage migration inhibitory factor(MIF) 2 2 [ 3
QIUBP4 |dickkopf WNT signaling pathway inhibitor 3(DKK3) 5 112 24
K7ELM3 |chorionic gonadotropin beta subunit 1(CGB1) 6 6 13 21
DGRHI9 |ribonuclease T2(RNASET2) 2 1 5 15
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