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Discovery of receptor ligand interactions of Plasmodium vivax
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Plasmodium vivax can invade oan young erythrocytes (reticulocytesg.
Although many P. vivax proteins have been discovered, their functions are largely unknown because of
the lack of in vitro continuous culture. Among them, P. vivax reticulocyte binding proteins (RBPs)
recognize and bind to reticulocytes. However, reticulocyte receptor(s) have yet to be determined.
In this proﬂect, we expressed all of the 9 RBP molecules by using wheat germ cell-free system as
baits. We then established human erythrocyte protein libraries consisted with 353 proteins also

using the wheat germ cell-free system.
We screened protein-protein interactions between both protein sets with AlpaScreenn technology.
Finally we identified 3 putative receptor molecules against RBPla, and one agains RBP1b.
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