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i The aim of this study was to develop a novel method for screening of
trait-related CNVs, to perform population study, and finally, to evaluate the applicability our

method to forensic casework. Consequently, the following results were obtained: (1) A simple
quantitative real-time PCR method for determination of copy number, without any requirement for
reference DNA, was developed. (2) The validity of the new method was confirmed by quantification of
amplicons using bioanalyzer and mock analysis. (3) Although, this time, no trait-related CNV was
identified, our simple method appears to be a promising option for screening of trait-related CNVs.
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