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Integrated analysis of postmortem CT and genetic polymorphism for personal
features and diseases
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In recent years, there is an increased activity of incorporating postmortem
imaging into the social system, and new medical information is being accumulated. We investigated
the relationship between single nucleotide polymorphism (SNP) and physical features from postmortem
CT plus data from forensic autopsies.

HMGA2 gene is involved in embryonic growth and it has been reported to be associated with Caucasian
height. We analyzed 3 SNPs within HMGA2 and only rs7968902 was significantly associated with
Japanese height. Next, we investigated the relationship between SNP within GHR gene and organ
weights. The rs6180 C allele is associated with the increased heart weight, left ventricular
weight, heart hypertrophic coefficient, body surface area, right lung weight, and kidney weights. In
addition, we examined the relationship between SNP within ERAP1 gene and organ weight, and found

that cerebral weight with rs27434 SNP in both males and females.
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