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i In this research, at first, we comprehensively identified microRNAs related
to monocyte adhesion to vascular endothelial cells, which is the initial event of atherosclerosis.

Within these identified miRNAs, we focused on miR-3679-5p and revealed that this miRNA repressed
monocyte adhesion in vitro. In addition, we determined two histone modifying enzymes, KDM7/A and
KDMBA, as target mRNAs of miR-3679-5p. KDM7A and KDM6A synergistically works as initiator of
vascular chronic inflammation in vitro and in vivo (mice model). Taken together, our findings

uncovered a novel epigenetic facilitating signal pathway on atherosclerosis and anticipate to be
therapeutic utility for vascular inflammatory diseases.
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