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Search for reprogramming factors for individual difference study in osteoporosis
patients
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In order to identify gene sets that uB—regulate cell proliferation ability
while leaving acquired genetic information possessed by osteoblasts, skull bones of newborn mice and
rats, adult mice and rats were collected and cultured under the same conditions And osteoblast line
cells were isolated.
In addition, RNA was collected from each cell and ALP of newborn mouse and adult mouse was compared.
Furthermore, genes involved in osteoblast proliferation were identified by comparing expression
genes by DNA microarray analysis. Then, genes were introduced into osteoblasts of adult mice, and

the effect on cells was evaluated.
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