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Analysis _of mechanotransduction system in neurofibromatosis type I and
application to the treatment of abnormal scars
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Our findings have suggested that neurofibromin was involved in the
differentiation of fibroblasts to myofibroblasts in response to mechanical stimulation. When
neurofibromin was dysfunctional or suppressed, the unresponsiveness to mechanical stimulation in the

actin polymerization occurred, which might lead to the unchanging expression of a -SMA.
Furthermore, actin stabilizer also did not promote a -SMA expression in normal HDFs in response to
mechanical stimulation. We believe that this molecular pathway can be a potential therapeutic target
to treat abnormal scars.
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