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Elucidation of developmetal mechanism on vermillion by molecular analysis
-exploratory study for regeneratuion of vermillion -

MAEDA, TAKEYASU

2,700,000

long noncoding RNA  IncRNA small nuclear
PAX

RNA  SnRNA
PPDPF

Vermillion is a human-specific tissue whose reconstruction is esthetically
important. However, due to its unique nature, it is impossible to clarify its specificity using
animal models. In order to elucidate the tissue specificity of the vermillion, this project
examined which molecules are expressed in the adult vermillion. The vermillion expressed long
noncoding RNA (IncRNA) and small nuclear RNA (snRNA) more than in the lip mucosa, in addition to PAX

gene with the homeobox. Many genes including PPDPF were detected as molecules which never
expressed in the mucosa but strongly only in the vermillion. These data suggest that the
specificity of the vermillion is controlled by different molecular mechanism from the mucosa.
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WDR11 GBX1 SNX19 MTA2 SHOC2 DDT RPL12

AATF FAMO5C VAMP8 UBAC2 ZNF185 APOPT1

SAMD12 GJB2 HMGCR SLC9A3R1 MYC ZFYVE19
C1QL2 PEX5 PPIB NEK4 NPTX2 CLCA4

TXNDC5 SAV1 CCR7

MUC7 RANBP9 MT-ND2 MAFB
SIGLEC10 S100A11 TSC22D3 TIMM10 MRPS26
TLCD2 SFN EMCN NR4A2 CFAP52 PNRC1
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