2016 2017

Understanding of dental plaque microbiota in the early stage
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Dental plaque is a dynamic microbial biofilm of which the develpment begins
with adherence of selected bacteria. This study aimed to understand dental plaque in the early
stage. Plaque samples that accumulated on a hydroxyapatite disk for 6 hours were collected from the
subjects using a hydroxyapatite disk and analyzed using an open-ended approach using bacterial 16S
rRNA gene. This study revealed the detailed bacterial composition of dental plaque in an early stage
and 1dentified the predominant bacterial taxa with strong adhesion ability on tooth surfaces. The
initial dental plaque assoicated with dental caries was also characterized. Our results would be an
important basis for a development of an effective approach to promote oral health.
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1 oTuU
Streptococcus mitis/pneumoniae/sp.
HOT-423 0TU, Neisseria
mucosal siccal pharyngis/flava
0TU, Streptococcus sanguinis/tigurinus,
Lautropia mirabilis

oTu

HERLLE (%)

NET5—0 33
26.6x15.6

oTU4 Neisseria mucosa/sicca/pharyngis/flava 946 13.9%135 1.3£19
OTU20  Streptococcus sanguinis /tigurinus 100 3.0+3.1 0403
oTu9 Rothia aeria 97.3 2.6%3.0 0.4£0.3
OTU10  Lautropia mirabilis 97.3 27436 0.3+0.3
OTU491 Rothia dentocariosa 100 3.916.7 0.5+0.6
0TU282 Haemophilus sp. HOT-908 906 0.8+1.2 0.3+04
OTU32  Gemella morbillorum /haemolysans 97.3 24+33 1.1£1.0
0OTU29  Actinomyces sp. HOT-175 933 0.9+2.0 0.1x0.4
OTU111 Streptococcus sp. HOT-423 933 0.420.7 0.1x0.2
OTU103 Streptococcus oralis 96.0 24144 1.2+0.9
OTUS0  Streptococcus cristatus 986 1.2£19 1.1£1.2
oTu2 Haemophilus parainfluenzae 100 6.0£6.6 6.4£3.3
OTU95  Streptococcus australis 96.0 1213
oTu1 Rothia mucilaginosa 100 5.6%5.1
OTU11  Streptococcus salivarius / vestibularis 920 25%25
OTU47  Bergeyella sp. HOT-322 90.7 0.2£0.1
OTU12  Porphyromonas pasteri 947 3.8+2.9
0oTU6 Neisseria flavescens /subflava 100 8.6£5.2
oTu3 Ft ium p t 96.0 42128
OTU13  Veillonella rogosae/parvula/atypica/dispar /denticariosi 98.7 47425
OTU15  Gemella sanguinis 920 1.8%1.1
0oTUS Granulicatella adliacens 100 4.3+2.0

16S rRNA
S. mitis,
Streptococcus sp. HOT-423, S. sanguinis,
Neisseria sicca, Neisseria mucosa, Rothia
dentocariosa, Rothia mucilaginosa,
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