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Effect of the genetic structure of a host species on the evolution of an
emerging pathogenic virus

Uchii, Kimiko

2,000,000

2004 CyHV3
CyHV3

DNA

CyHV3 4 CyHV3
10 1

A single strain of C{prinid herpesvirus 3 (CyHV3), which causes lethal
disease in common carp, was introduced to Lake Biwa in 2004. The susceptibility to CyHV3 differs
between common carp genotypes, where Japanese native strains are less resistant to the virus. |
tried to evaluate the difference in mutation pattern of virulence-related genes of CyHV3 between
host carp populations with different genetic structures, i.e., frequency of native and non-native
genotypes. Using environmental DNA analysis, differences in population genetic structure were
detected between local populations. However, no difference was found in mutation rate of the four
CyHV3 genes.
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