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Genetic functions for human encephalization with efficient technology to produce
genetically humanized mice

Yoshimi, Kazuto

3,200,000

Cdk5rap2

In this study, we established and analyzed several knockout and genetically
humanized mice at both candidate gene and non-coding regions associated with human encephalization.
The KO and SNP-humanized mice at Cdk5rap2 were established by genome editing technologies.
Phenotyping analysis of the KO and KI mice revealed that the human-specific sequence of this gene
can have an influence on the size of the body via feeding behavior. Second, we also established the
genetically humanized mice at the non-coding region in chromosome 7 which was selected by
comparative genomic analysis with primate and non-primate genome. The strain demonstrated the
decline of birth rate.
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