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Molecular analysis of effect of infection stress into the next generation

Yoshida, Keisuke
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Recent reports indicate that paternal environmental stress affects phenotype
in offspring beyond generation. In this study, | tried to reveal "whether paternal immune stress
affects pathogenic resistance in offspring” using mice. Here, it"s observed that amount of specific
type of methylated histone was changed in mouse sperm by infection stress. Furthermore, offspring
from father mouse which have infected exhibited increased gene expression of inflammation-related

genes.

Transgenerational effect
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