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Structure and functional analyses of novel prenyltransferase to produce novel
compounds.
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Although the enzyme derived from an antibiotics gene cluster in
Streptomyces was predicted a prenyltransferase, it had unclear how the enzyme catalyzes its
substrate, and where the catalytic residues locate on as well. In this study, the enzyme was over
expressed using E. coli system, and C-terminal His-tag fused enzyme was purified as soluble
fraction.
The enzyme was mixed with compounds that were substrate candidates. LC-MS analyses suggested that
the enzyme accommodated some indole compounds as acceptor substrate and released the prenylated
indole products.
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