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Research for bacterial type Il secretion system based on needle rotation model
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i ) Clinical infection with Pseudomonas aeruginosa is lethal for people with
lowered immunity. We attempt to clarify the functional mechanism of type Il1 secretion system, which

is_used for secretion of toxic proteins during infection. Previously, we found out that
syringe-like type 111 secretion system rotates its needle. In this study, the correlation between

the needle rotation and secretion of toxic proteins was suggested. Moreover, we obtained useful
information to construct reconstruction system of type Ill secretion.
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