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Analysis of novel nutrient response mutants in fission yeast
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The goal in this study is to elucidate mechanisms underlKing cellular
responses to nutrients in an eukaryotic model organism, fission yeast Schizosaccharomyces pombe. We
have isolated multiple nutrient response mutants in fission yeast. Most of the genes responsible for
these mutants were involved in the expression or modification of tRNAs. We have characterized these
tRNA related factors in nutrient responses and found a novel mode of regulation of the TOR kinase
activity by tRNA precursors in response to nutrient availability.
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mutant responsible gene
hmtt nrs1 (asparaginyl-tRNA synthetase)
hmt2 prs1 (prolyl-tRNA synthetase)
hmt3 tad3 (tRNA-specific adenosine-34 deaminse subunit)
hmt4 rpc34 (DNA-directed RNA polymerase Il subunit)
hmt5 sfc4 (RNA polymerase Il specific TFIIIC)
hmt6 cts1 (CTP synthetase)
hmt7 pcm1 (MRNA capping methyltransferase)
hmt8 pat1 (serine / threonine protein kinase)
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FOMRFIFEBL L tRNA BB 2 EEIREIEILT 5 L9 2 DO FIETHEEE L7z, tRNA BiBR{k%
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PLEDZ & 736, tRNA BIBRIARZY, SREFINEICIG U7z TOR - — B oiE Mg ic EE @ = %
LTCWABZEDRDLNoT-DT, ZNEMmIICFEFEDHTHEELZ(X 2) (Otsubo et al. 2018),
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