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Co-evolution of fig related organisms
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Purpose of this study is showing the co-evolution of fig tree, fig wasp,
fig-related nematode and fig-related bacteria. For this purpose, in the first, we investigated

genetic diversity of fig-related nematode. And, we also detected fig-related bacteria from fig
syconium and fig wasp.

As the results, the nematode was genetically divided into two groups and its related with
geographical factors. Additionally, some of fig-related bacteria were carried by fig wasp.
Furthermore, a few of such bacteria negatively affect to the nematode growth.

These results suggest that not only a geographical factor but also fig related bacteria are the
factors of co-evolution between fig, fig wasp and fig related nematode.
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