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Genetic basis of caste determination in eusocial Hymenoptera
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Understanding the caste determination mechanisms is critical topics in
sociobiology. Using high-throughput sequencing technologies, differential gene expression patterns
between castes (queens and workers) have been well studied. However, it is difficult to detect
responsible genes because caste destinies of individuals used for these analyses are already
decided. For comprehensive understanding of caste determination mechanisms, we have developed
protocols for comparative gene expression analysis, histological study and measuring juvenile
hormone tilter at each castes and developmental stages using ants with genetic caste determination
system.
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