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Functional studies of KNOX-BLH complex in rice meristems.
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We investigated the function of BLH transcription factors in rice and maize.

Maize blh12/14 mutants showed unique phenotypes such as shortened internode and precocious
anastomosis in the stem, suggesting BLH TFs play important roles in stem development. Rice blh
mutants showed extremely shortened internode phenotypes. We carried out transcriptome analyses and
identified several genes/pathways that are specifically working in the intercalary meristems. These
BLH downstream genes will be keys to understand internode development, which is important to
regulate plant height.
During these studies, we developed a method to observe internal structure using micro CT. This

method can be used to obtain 3D modeling of various plant organs, as exemplified by the study of BLH
function in the rice panicle development.
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