(®)
2016 2018

RAD-seq

Development of markers for resistance to anthracnose in new strawberry cultivar
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Strawberry anthracnose resistance of Japanese new strawberry cultivar
Koiminori® as was investigated; It was found that "Koiminori® was resistant to Colletotrichum
siamense but susceptible to C. fructicola. Our studies are the first to demonstrate separate
anthracnose resistances of strawberry plants.
RNA-Seq experiments using two groups of F1 seedlings were also conducted to identify two resistance
genes.
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