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Study on photoperiod sensitivity and ecotype that contributes to improving and
stabilizing buckwheat yield
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Common buckwheat is an important crop, but yield and yield stability are
low. Therefore, these improvements and development of breeding techniques is required. It is thought
that photoperiod sensitivity and ecotype are greatly related to improve buckwheat yield and yield
stability. However, few studies have elucidated the relevance on the genome level of photoperiod
sensitivity, ecotype and ecotype differentiation in buckwheat.

Under these circumstances, this research has confirmed that many photoperiod sensitivity homologous
genes are present in buckwheat, ecotype changes by selection under long day conditions, selection
pressure for the photoperiod sensitivity gene was confirmed. From these results, It was inferred
that ecotype design breeding in buckwheat could be possible by targeting photoperiod sensitivity
gene regions.
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CcDNA
cDNA
FePHY3 431 PHYB (35190p) 122
FeCRY1 1671 CRY1 (2046bp) 817
FeCRY3 433 CRY1 (2046bp) 21.2
FeFKF/ZTL1 1682 FKF1 (1857bp) 906
FeCCA/LHY1 2603 LHY (1935bp) 1345
FeTOC1 1605 TOC1 (1857bp) 86.4
FeELF3 2379 ELF3 (2085bp) 1141
FeG! 3878 G/ (35190p) 1102
FecoL2 1027 COL2 (1044bp) 98.4
FeFT1 482 MFT (522bp) 923
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