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Specific detection of miRNA by mismatch-binding protein-mediated reverse
transcription
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Homologous miRNAs have only a few base differences to each other. Some of
them control the expression of oncogenes; therefore, analyses of their expression profiles are
important for cancer diagnosis and therapeutic strategies. In this study, we aimed to establish a
simple method to identify expression patterns of homologous miRNAs by highly accurate reverse
transcription using mismatch recognition proteins. From the group of functionally unknown proteins
derived from extremely-thermophilic bacterium, we identified proteins capable of recognizing
unpaired bases consisting of DNA / RNA hybrids. It was revealed that those proteins specifically
suppress reverse transcription from mispaired primers and showed that they could be used for
high-precision reverse transcription.
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