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Develop of a host microorganism that enables the direct fermentation of
non-edible biomass
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To develoB a novel gene expression system, we were planning to use
lignin-degrading capability of Ureibacillus thermosphaericus. However, because U. thermosphaericus
showed low the degrading capability, it was not suitable as a host bacterium.

We therefore screened for lignin-degrading bacteria with a high capacity for lignin degradation.
To obtain the bacteria, filtrates were prepared from several soil samples and then plated onto M9
plates (pH 7.2) containing alkali lignin as the sole carbon source. When the plate was incubated
aerobically, individual colony was obtained from the leaf soil filtrate, and which named as strain
CCA6. Although the degrading capability did not detected, strain CCA6 exhibited cell growth in
oligotrophic condition. To identify the phylogeny strain CCA6, we performed the phylogenetic,
phenotypic and biochemical characterization. As the result, strain CCA6 was considered to represent
a novel species of a new genus in the family Enterobacteriaceae.
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