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Exploration of the producing site for the alkenyl sex pheromone in moth.
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P450 CYP4G

The unknown cell and enzymatic gene involved in decarboxylation or

decarbonylation on the synthetic pathway of alkenyl sex pheromone was explored. The candidate gene,
which specifically expressing in the female epidermal cells of Hyphantria cunea, was found and
given name as HcCYP4G77. To demonstrate the function of the gene, recombinant was constructed by
insect cell expression system. Incubation the construct with an essential fatty acid or its
aldehyde form and GC-MS analysis for the extracts revealed the function is decarbonylase. Due to the
weak activity of the construct, RNAiI was subsequently challenged to investigate the gene function
of HcCYP4G77. Down regulation with three double strands (#1-#3) designed by sequence information of
HcCYP4G77 by RNAI revealed #1 only reduced pheromone level to 19.2 % .

Finally, in situ hybridization demonstrated the gene expressing cell was vicinity of the epidermis,
we tentatively given the name of cell as "pheromone producing cell™.

CYP4G
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