(®)
2016 2017

The rational design and development of anti-venom drugs for snakebites based on
the endogenous inhibitors from Japanese Viper

Shioi, Narumi
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According to WHO report is estimated 5.4 million people are bitten each
year. Snakebite is a serious problem as a neglected public health issue in the world. A crude venom
contains various proteins induced various effects in their prey or their human victim.

On the other hand, venomous snakes have endogenous proteins to neutralize the toxicity of their
venom components. We identified new class of endogenous inhibitors from Protobothrops flavoviridis
serum.

In this study, we investigated of potential utility of SSPs in therapeutic drug for snakebites as
follows; (1) we have identified target ion channels of ion channel blockers of Japanese Viper and
revealed that venom snake serum protein inhibits the toxin"s physiological activity. (2) Peptides
synthesis of the toxin binding domains of the inhibitory proteins were carried out using a phage
display method and chemical synthesis method. (3) We identified binding proteins from several snake
crude venoms using by snake blood components.
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