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Comprehensive analysis of influencing factor of effect/adverse effect for
anti-cancer drug using virtual clinical study

Toshimoto, Kota

3,000,000

Various factors such as genetic polymorphism, which leading pharmacological

and toxicological effects of anti-cancer drugs, are reported among clinical studies. The aim of this

research is to predict what factor is the most effective using computational virtual clinical study

(VCS). Mathematical models are required to perform VCS. Because the mathematical models of
anti-cancer drugs are complicated, the conventional parameter estimation method could not be
applied. To overcome this problem, a new parameter optimization algorithm were newly introduced. The

mathematical models which can be reproduced clinical observed plasma concentration-time profiles of
drug were successfully obtained. By performing VCS, we could quantitatively predict how many times
the statistical significance for each genetic polymorphism.
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