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Elucidation of selective control mechanism of insulin signaling pathway in
skeletal muscle
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In this study, we developed the image analysis system that automatically
extracts and quantifies the differentiated skeletal muscle region from live-cell imaging data using
skeletal muscle in which the fluorescent biosensor is stably expressed. We quantified the response
diversity of S6K activity (this molecule regulates protein synthesis) per single tube when
stimulated with multiple insulin concentrations (Inoue et al, Cell Struct Funct, 2018). Furthermore,

we also calculate the channel capacity (maximum mutual information) between insulin and S6K
activity as a quantitative index to evaluate response diversity, and evaluate the information
transmission efficiency of the insulin signaling pathway from the viewpoint of information theory

(in preparation).
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