(®)
2016 2018

Swi/Snf

Analysis of transcriptional regulation by Swi/Snf complex

IMAMURA, Yuko

3,000,000
ATP Swi/Snf
Swi/Snf
Snf5 N Snf5b Swi/Snf in vitro
PSA
Swi/Snf
i i Swi/Snf o
in vivo in vitro
Swi/Snf
Swi/Snf

This study elucidates the roles of ATP-dependent chromatin remodeling
complex, Swi/Snf complex in oncogenic mechanism. Numerous cancers have gene mutations or deletions
in subunits of Swi/Snf complex. We found that SnfSb deleting N-terminal domain of Snf5 suppressed
the transcription of PSA in in vitro androgen induced transcriptional system.
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