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The understanding of the regulatory mechanisms how MYMLR regulates MYC
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We previously identified the novel long non-coding RNA (IncRNA) MYMLR as a
regulator of MYC transcriptional factor in lung cancer. To understand the molecular mechanisms how
MYMLR regulates MYC, we performed RNA pull down assay by the usage of BrU-labelled MYMLR and
identified MYMLR-binding proteins. In addition, we established ChIRP (Chromatin isolation by RNA
purification) assay methods and found that MYMLR bound to MYC promoter. Furthermore, we generated
germ line knockout mice of Mymlr and found that Mymlr knockout mice were viable. These results
indicated that MYMLR is indispensable for tumor growth but not in normal organs or tissues,
suggesting that MYMLR is the potential druggable target for lung cancer.
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