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Identification of novel virulence factors involved in invasiveness of
Burkholderia pseudomallei
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Melioidosis is a bacterial infectious disease caused by infection with
Burkholderia pseudomallei. We have constructed a mouse melioidosis model and found the relationship
of strong tissue-invasiveness and pathogenicity. In this study, we aimed to identify bacterial
factors that control invasiveness of B. pseudomallei by Tn-seq analysis combining transposon
mutagenesis and NGS analysis. A transposon library of B. pseudomallei bacteria was prepared and
Tn-seq analysis was performed, resulting in that genome regions involved in tissue invasiveness were

identified. The pathogenicity was evaluated in a mouse infection experiment by preparing a strain

of the same genetic bacteria deficient in the corresponding gene. As a result, although the
pathogenicity of the defective strain of the capsule synthetic gene was markedly reduced, other
candidate genes were not important for the host pathogenicity. From these results, we did not
identify the novel pathogenic genes of B. pseudomallei.
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