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Effect of cytoplasmic tail of CM2 protein on influenza C virus replications
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To investigate whether the residues 73-75 of CM2, which are involved in
protein expression level, N-glycosylation processing and tetrameric formation of CM2, affect
influenza C virus replication, we generated a recombinant virus (rCM2 Ala 73-75) in which the
residues were substituted with alanine. The rCM2 Ala 73-75 replicated significantly lower than the
wild-type virus (rWT). The amount of CM2 in the rCM2 Ala 73-75 virions and virus-infected cells was
lower than that in rWT virions and rWT-infected cells. The amount of CM2 expressed on the cell
membranes of rCM2 Ala 73-75-infected cells was less than that observed with rWT-infected cells.
However, these mutations did not affect the N-glycosylation and oligomerization of CM2 in the
virions. These results sug%ested that the mutation at residues 73-75 of CM2 decreased the amount of
CM2 on the cell membrane of infected cells and in the virions, thereby affecting the genome
packaging and uncoating.
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