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CHANGES IN GUT MICROBIOTA COMPOSITION WITH AGING IN OBESE ADULTS
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The aim of this study is clarify the relationship between obesity and gut

microbiota as a function of age. Furthermore, the impact of lifestyle factors on gut microbiota were
discussed. Fecal samples from 1082 healthy Japanese adults aged 19-90 years who participated in the
Iwaki Health Promotion Project in 2014. Changes in the composition of gut microbiota with age were
different between the obese and non-obese groups. Bacterial diversity decreased with age at the
phylum level. The abundances of certain gut microbiota, such as Bacteroidetes and Firmicutes, were
different between the obese and non-obese groups. There were no significant differences in alcoholic
and smoking habits. Bacterial diversity was different with age between the obese and non-obese
group. The composition of Bacteroidetes and Firmicutes changed with increasing age in the obese
group-
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