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A study of disease- and drug metabolism-associated polymorphisms using forensic
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The purpose of this study was to identify polymorphisms associated with

diseases and drug metabolism from forensic specimen.
Among 61 non-synonymous single nucleotide polymorphisms (SNP) in DNASEL1l, only Q244R was polymorphic.

Among 21 SNPs in DN1L1, V1221 indicated genetic polymorphism in Caucasians. All of the 64 SNPs in
DN1L2 were monomorphic. Among 40 SNPs in DN1L3, R206C and W215G were polymorphic among Caucasians.
Among 31 SNPs in DNASE2, only V2061 was polymorphic among Koreans. We have concluded PolyPhen-2 is
Peffgﬁtivg in prediction of enzyme function abolishment by amino acid substitutions using

olyPhen-2.
2 SNPs in HMGA2 illustrated significant associations with height, right kidney weight and brain
weight in Caucasians and Japanese. SNP in GHR was found to be associlated with heart weight, left
ca(d;ac weight, cardiac hypertrophic coefficient, body surface area, right lung weight and kidney
weights.
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