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Epigenetic dysregulation of noncoding RNAs in gastrointestinal cancer
progression
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First, we screened for noncoding RNAs which contribute to metastasis of
gastrointestinal cancer from The Cancer Genome Atlas (TCGA) database. We selected COADREAD exon
expression dataset, and found 21 IncRNA genes were upregulated in the group with lymph node
metastasis compared to the group without metastasis. We assessed expression levels of these IncRNA
genes in the series of colon cancer cell lines and normal colon tissues. In this analysis, DUXAP8
and DUXAP10 genes showed higher expression in cancer cells than normal tissues. Next, we examined
DUXAP10 functions in colon cancer cells by knockdown using lentivirus vector. Depletion of DUXAP10
inhibited colon cancer cell growth and migration ability, thereby, DUXAP10 gene has oncogenic roles
in colorectal cancer.
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